Supplement 4. Differentially expressed total proteins in natural and stimulated hFF samples

Natural Cycle Stimulated cycle
SwissProt ID Entry_name
Score unique Total intensity Score unique Total intensity
Stimulated hFFsnot  ASBMRT5  Putative NPIP-like protein KIAA0220-like 6.08 27186
detected total 014964  Hepatocyte growth factor-regulated tyrosine kinase substrate 10.68 84360
protein (39) 060506 Heterogeneous nuclear ribonucleoprotein Q 21.74 156201
P01009  Alpha-1-antitrypsin 68.78 7142772
P01842 Iglambda chain Cregions 70.04 1780137
P01857  Ig gamma-1 chain Cregion 7146 7086707
P01859  Ig gamma-2 chain Cregion 49.18 1895176
P02655  Apolipoprotein C-lI 2233 546433
P02741  C-reactive protein 20.72 505596
P02786  Transferrin receptor protein 1 278 315175
P02787  Serotransferrin 4037 684762
P04264  Keratin, type Il cytoskeletal 1 60.81 1947931
P04843  Dolichyl-diphosphooligosaccharide--protein glycosyltransferase subunit 1 33.11 225527
P05141  ADP/ATP translocase 2 20.69 364054
P07900  Heat shock protein HSP 90-alpha 47.52 1290493
P08238  Heat shock protein HSP 90-beta 1343 637768
P11166  Solute carrier family 2, facilitated glucose transporter member 1 2334 633845
P12235  ADP/ATP translocase 1 18.46 308800
P13639  Elongation factor 2 35.68 1030541
P14618  Pyruvate kinase isozymes M1/M2 24.03 1187003
P15311  Ezrin 25.71 519018
P33778  Histone H2B type 1-B 20.08 155287
P35908  Keratin, type Il cytoskeletal 2 epidermal 4271 650529
P62805 Histone H4 37.19 755741
P68104  Elongation factor 1-alpha 1 50.01 2257627
Q00610  Clathrin heavy chain 1 32.66 286201
Q00839  Heterogeneous nuclear ribonucleoprotein U 1841 478043
Q08211  ATP-dependent RNA helicase A 16.14 643758
Q12931 Heat shock protein 75 kDa, mitochondrial 12.64 1435513
Q13253  Noggin 226 1483319
Q58FF7  Putative heat shock protein HSP 90-beta-3 22.89 1723776
Q58FF8  Putative heat shock protein HSP 90-beta 2 16.24 782572
Q58FG1  Putative heat shock protein HSP 90-alpha A4 10.23 214488
Q5SZD4  Glycine N-acyltransferase-like protein 3 6.3 678653
Q5VST9  Obscurin 11.81 200737
Q7L523  Ras-related GTP-binding protein A 1332 5298476
Q8N9WS5  UPF0470 protein C190rf51 833 599021
Q8WXA9 Splicing factor, arginine/serine-rich 12 9.12 104761
Q96A08 Histone H2B type 1-A 15.19 698820
Natural hFFs not 000391  Sulfhydryl oxidase 1 24.88 285465
detected total 014791  Apolipoprotein L1 58.55 2440267
protein (79) 095445  Apolipoprotein M 9283 6994172
P00488  Coagulation factor XIIl A chain 20.01 2320643
P00736  Complement C1r subcomponent 70.38 775063
P00740  Coagulation factor IX 111.69 4864283
P00746 ~ Complement factor D 24.08 658511
P00915  Carbonic anhydrase 1 5493 2478727
P01031  Complement C5 42633 39473770
P02747  Complement C1q subcomponent subunit C 50.81 1478449
P02748  Complement component C9 160.28 25667989
P02750  Leucine-rich alpha-2-glycoprotein 70.13 4140395
P03951  Coagulation factor XI 3296 991258
P03952  Plasma kallikrein 188.62 10656418
P04003  C4b-binding protein alpha chain 55.59 1715095
P04114  Apolipoprotein B-100 61.55 767483
P04180  Phosphatidylcholine-sterol acyltransferase 37.11 1197841
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P04406  Glyceraldehyde-3-phosphate dehydrogenase 2473 282800
P05160  Coagulation factor XIII B chain 834 1576636
P06276  Cholinesterase 393 819597
P06396  Gelsolin 224.56 67048873
P06681  Complement C2 17291 7475898
P06858  Lipoprotein lipase 2492 720681
P07357  Complement component C8 alpha chain 116.82 7606179
P07358  Complement component C8 beta chain 99.72 7747849
P07360 Complement component C8 gamma chain 53.45 1986409
P08571  Monocyte differentiation antigen CD14 4133 948215
P08572  Collagen alpha-2(IV) chain 42.65 822703
P09871  Complement C1s subcomponent 35.13 1106698
P13611  Versican core protein 116.36 5107708
P13671  Complement component C6 216.45 18547595
P15169  Carboxypeptidase N catalytic chain 4549 3450564
P15309  Prostatic acid phosphatase 46.32 1624764
P20742  Pregnancy zone protein 162.01 5768202
P22792  Carboxypeptidase N subunit 2 96.65 7536223
P26927  Hepatocyte growth factor-like protein 96.05 1975656
P27169  Serum paraoxonase/arylesterase 1 105.44 19929317
P29622  Kallistatin 150.81 7589057
P30711  Glutathione S-transferase theta-1 9.64 696945
P32119  Peroxiredoxin-2 45.72 2044979
P35443  Thrombospondin-4 9.5 67959
P36955  Pigment epithelium-derived factor 165.49 17002042
P43251  Biotinidase 40.87 1561645
P47972  Neuronal pentraxin-2 2417 490953
P49747  Cartilage oligomeric matrix protein 10.52 407049
P49908  Selenoprotein P 23.68 805342
P53367  Arfaptin-1 7.16 158828
P60709  Actin, cytoplasmic 1 13.19 303381
P62736  Actin, aortic smooth muscle 11.16 371522
P68871  Hemoglobin subunit beta 4277 2805489
P69905  Hemoglobin subunit alpha 2237 1629199
P80108  Phosphatidylinositol-glycan-specific phospholipase D 52.03 1506044
Q02325  Plasminogen-related protein B 6.05 2887547
Q02985 Complement factor H-related protein 3 1341 117724
Q04756  Hepatocyte growth factor activator 4735 1276711
Q06033  Inter-alpha-trypsin inhibitor heavy chain H3 56.33 2192139
Q08380  Galectin-3-binding protein 85.29 4522724
Q12805  EGF-containing fibulin-like extracellular matrix protein 1 19.92 1467169
Q12889  Oviduct-specific glycoprotein 3344 433834
Q15166  Serum paraoxonase/lactonase 3 24.26 1503893
Q15582  Transforming growth factor-beta-induced protein ig-h3 2243 151722
Q4AC99  T-aminocyclopropane-1-carboxylate synthase-like protein 2 10.08 555803
Q5SRH9  Tetratricopeptide repeat protein 39A 12.88 7884105
Q6EMK4  Vasorin 21.23 1967387
Q8IZT6  Abnormal spindle-like microcephaly-associated protein 9.8 991298
Q8TC20  Cancer-associated gene 1 protein 6.25 325029
Q8WZ42 Titin 12.02 6508021
Q961Y4  Carboxypeptidase B2 63.8 2297620
Q96KN2  Beta-Ala-His dipeptidase 30.08 1568872
Q99542  Matrix metalloproteinase-19 9.03 24208863
Q99645  Epiphycan 1346 1807599
Q9BXR6  Complement factor H-related protein 5 11.19 348723
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Q9H3G5  Probable serine carboxypeptidase CPVL 7.68 3106350
QI9NRD9  Dual oxidase 1 14.69 997596
Q9UGMS5  Fetuin-B 57.82 3636394
Q9UHG3  Prenylcysteine oxidase 1 21.76 212355
Q9UK55  Protein Z-dependent protease inhibitor 42,52 1441410
Q9Y2l7  FYVE finger-containing phosphoinositide kinase 13.75 571990
Q9Y6U3  Adseverin 831 2306417

hFF, human follicular fluid.





